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Multistrand simulation settings

Free energy (kcal/mol)

Simulation mode: trajectory mode

Reactant concentration: 100 uM | Temperature: 25 °C

Stop condition: the incumbent dissociates from the substrate
 Maximum simulation time: 2000 s
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ViDa visualization tool [3]
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 Creates low-dimensional embeddings of secondary
structure state spaces using the output of Kkinetics
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